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Executive Summary
· Group Leader of the Functional Genomics of Leukaemia Group.
· Molecular and cellular biologist with over 15 years’ experience performing research on haematological malignancies.
· 26 first/senior author publications and co-author of >70 publications. The majority in leading journals including Cancer Discovery, Blood, Leukemia, Nature Communications, Cancer Cell. H-Index = 26
· Passionate about translating oncology research into improved patient outcomes.
· Strong communication and organisational skills in mentoring the next generation of researchers.  

Education
2006	PhD (Cancer Biology), University of New South Wales, Australia
2000	MSc (Medical Science), First Class, University of Auckland, New Zealand
1998	BSc (Pharmacology), University of Auckland, New Zealand

Research Career	
Present Appointments
2024-	Technology Innovation Platform Chair
2019-	Children’s Cancer Institute, UNSW Sydney
Group Leader and Associate Professor, Functional Genomics of Leukaemia Group
Previous Appointments
2012 – 2019		VIB-KU Leuven Center for Cancer Biology, Belgium
2007 – 2012		University of Newcastle, NSW, Australia
2005-2006		St. George Clinical School, UNSW, Australia
Leadership
2022-present	International Society for Experimental Hematology Chair of Junior Faculty Committee 
2020-2022	International Society for Experimental Hematology Publications Committee 
2019-2022	Member of Tow Research Awards Day Committee 
2019-2022	Member of UNSW Medicine Gender Working Group
2015-2016	Secretary for the Post-Doctoral Association (PDA), Leuven, Belgium
2012	Academic Staff Representative on Faculty of Health Board, University of Newcastle, Australia
2011-2012	Hunter Medical Research Institute (HMRI) Cancer Research Program Seminar Convener, University of Newcastle, Australia
2010-2020	Competitive Grant Assessments Panel Member
Member of the Calvary Mater Hospital, (Newcastle Australia) Grant Review Panel 
External Assessor for NHMRC project grants, Australia.
EHA Grants and Fellowships Review
2006 	Australian Society for Medical Research (ASMR) State Convener

Membership of Professional Societies
· European Hematology Association (EHA)
· International Society for Experimental Hematology (ISEH)

Service to the Profession (external)
· 2026	NDLR scientific committee member
· 2024 – 2026 	Scientific editor at the journal HemaSphere
· 2023	Chairperson of the Cancer Council SA Beat Cancer Project Early Career Research Fellowships review panel
· 2023	Panel review member for Cancer Council Victoria Postdoctoral Research Fellowships Assessment Committee
· 2022-2024	Chair of International Society for Experimental Hematology (ISEH) Junior PI Committee
· 2020-2022	International Society for Experimental Hematology (ISEH) Publications Committee
· 2019 – 2023	Associate editor for "Frontiers in Oncology- Hematologic Malignancies"

Research Funding
Anthony Rothe Memorial Trust; Project Grant: Curing the incurable TCF3::HLF B-ALL using a new AKR1C3-activated pro-drug; CE de Bock; 1/1/2025-31/12/2026, $260,000
NHMRC 2023 Ideas Grants: Molecular characterisation of relapse-initiating acute lymphoblastic leukaemia cells for targeted therapy. R Lock, CE de Bock, M Henderson, T Trahair, V Turati, E Tariq, D Beck; 1/1/2024-31/12/2026, $1,657,400.92
BBSRC:UK-Australia Partner; Research Grant: Application of the miniatuRIME method to analyse glucocorticoid receptor transcription complexes in primary healthy and leukaemic T-cells;  A Holding, K Bridge, CE de Bock; 30/4/2023-29/4/2025, £14,800 (allows bidirectional travel between CCI and University of York, UK)
ISEH 2022 Enrichment Grant: Establishment of the miniatuRIME protocol for the analysis of loci specific protein complexes in acute lymphoblastic leukaemia; CE de Bock; 2023; $USD10,000
UNSW Research Infrastructure Grant 2022.  FIP - Mouse Haematology Analysis Platform. CE de Bock 2022 $230,655
Leukemia & Lymphoma Society-Snowdome Foundation-Leukaemia Foundation Translational Research Program award: Therapeutic targeting of T-cell acute lymphoblastic leukemia using an AKR1C3-activated prodrug; R Lock, CE de Bock; 1/7/2022 – 30/6/2025, US$750,000
National Health & Medical Research Council; Ideas Grants: Epigenetic profiling and eradication of relapse-initiating cells in paediatric acute lymphoblastic leukaemia; CE de Bock, Beck D, Jing D; 1/1/2020-31/10/2023, $653,880
Anthony Rothe Memorial Trust; Project Grant: The mutant JAK3-driven spliceosome in T-cell acute lymphoblastic leukaemia; CE de Bock; 1/1/2020-30/4/2022, $140,000
Gilead Research International Hematology/Oncology Scholars Program; Program Grant: Long read sequencing to characterize the alternatively spliced transcriptome downstream of mutant JAK3 signaling in T-cell acute lymphoblastic leukemia; CE de Bock; 5/11/2019-30/4/2022, US$130,000

Scientific Contributions
 [Impact summary]	>80 Peer Reviewed Publications 
			H-Index = 28 (Web of Science, December 2025)
			>2300 Citations (Web of Science, December 2025)
[Published journal articles]
1. Huang Y, de Bock CE. A new KAT on the block rewrites the epigenetic script in Menin inhibitor-resistant leukemia. HemaSphere, 2025; 9(11):e70265
2. de Bock CE, Bridge KS, van Gastel N, Gleitz HFE, Kats L, King KY, Machlus KR, Psaila B, Scanlon V, Souroullas GP, Kokkaliaris KD. Building a transparent and functional lab culture: Guidelines for creating a laboratory handbook for principal investigators. Exp Hematol, 2025; 151, art. no. 105265
3. Kosasih HJ, de Bock, CE. Cell Surface Surprise: NPM1 is an immune therapy target for acute myeloid leukaemia, Hemasphere, 2025; 9(8):e70193
4. Bond DR, Burnard SM, Uddipto K, Hunt KV, Harvey BM, Steffens Reinhardt L, Lawlor-O’Neill C, Roper EA, Humphries S, Murray HC, Mannan A, Dun MD, de Bock CE, Bowden NA, Enjeti AK, Verrills NM, Riveros C, Lê Cao K-A, Lee HJ. Hypomethylating agents induce epigenetic and transcriptional heterogeneity with implications for acute myeloid leukemia cell self-renewal. Leukemia, 39(9):2275-2280
5. de Bock CE. Patient-Derived Xenografts: practical considerations for preclinical drug testing. Hemasphere, 2025; 9(4):e70133
6. Zhao P, Zhang Y, Yu Y, Zhang Q, Liu X, Zhang XD, Chen S, de Bock CE, Thorne RF, Shi Y. FAT1 functions as an oncogenic driver in triple negative breast cancer through AKT pathway-driven effects on the matrisome. Int J Biol Sci, 2025; 21(5):2201-2222
7. Huang Y, de Bock CE. Mastering fate: Redistributing a pioneer protein to rewrite leukemia's script. HemaSphere, 2025; 9(1):e70084
8. Lauwereins L, Van Thillo Q, Demeyer S, Mentens N, Provost S, Jacobs K, Gielen O, Boogaerts L, de Bock CE, Andrieu G, Asnafi V, Cools J, Veloso A. TLE4 is a repressor of the oncogenic activity of TLX3 in T-cell acute lymphoblastic leukemia. Leukemia, 2025; art.no.:205
9. Kats LM, de Bock CE. Advice for effective leadership and hitting the ground running as a new group leader. Exp Hematology, 2024; 141:104674
10. Huang Y, de Bock CE. Overcoming a T-ALL order: A comprehensive study linking genomics to clinical outcomes. HemaSphere, 2024; 8(10):e70027
11. Toscan CE, McCalmont H, Ashoorzadeh A, Lin X, Fu Z, Doculara L, Kosasih HJ, Cadiz R, Zhou A, Williams S, Evans K, Khalili F, Cai R, Yeats KL, Gifford AJ, Pickford R, Mayoh C, Xie J, Henderson MJ, Trahair TN, Patterson AV, Smaill JB, de Bock CE*, Lock RB*. The third generation AKR1C3-activated prodrug, ACHM-025, eradicates disease in preclinical models of aggressive T-cell acute lymphoblastic leukemia. Blood Cancer J, 2024; 14(1):192 (*Equal contribution)
12. [bookmark: _Hlk134556351][bookmark: _Hlk127418355]Beck D*#, Cao H*, Tian F*, Huang Y*, Jiang M, Zhao H, Tai X, Xu W, Kosasih HJ, Kealy DJ, Zhao W, Taylor SJ, Couttas TA, Song G, Chacon-Fajardo D, Walia Y, Wang M, Dowle AA, Holding AN, Bridge KS, Zhang C, Wang J, Mi J-Q, Lock RB#, de Bock CE#, Jing D#. PU.1 Eviction at lymphocyte-specific chromatin domains mediates glucocorticoid response in acute lymphoblastic leukemia. Nature Commun, 2024; 15(1):9697 (*equal contribution, #co-senior) Featured in Nature Communications Editors’ Highlights webpage: “Cancer”
13. Zhang Q, Li MK, Hu XY, Wu YX, Wang YY, Zhao PP, Cheng LN, Yu RH, Zhang XD, Chen S, Zhu ZM* de Bock CE* Thorne RF*. The tumor suppressor Fat1 is dispensable for normal murine hematopoiesis. J Leukoc Biol, 2024; 116(4):909-914
14. Kosasih HJ, de Bock CE. Less is more: Depleting myeloid-biased HSCs to restore immune function. HemaSphere, 2024; 8(7):e125
15. de Bock CE, Cools, J. Selective targeting of malignant T cells. Nature Cancer, 2024; 5(6):823-824
16. De Coninck S, De Smedt R, Lintermans B, Reunes L, Kosasih HJ, Reekmans A, Brown LM, Van Roy N, Palhais B, Roels J, Van der Linden M, Van Dorpe J, Ntziachristos P, van Delft FW, Mansour MR, Pieters T, Lammens T, De Moerloose B, de Bock CE*, Goossens S*, Van Vlierberghe P*. Targeting hyperactive platelet-derived growth factor receptor-β signaling in T-cell acute lymphoblastic leukemia and lymphoma. Haematologica, 2024; 109(5):1373-1384 (*Equal contribution)
17. Walia Y, de Bock CE*, Huang Y*. The landscape of alterations affecting epigenetic regulators in T-cell acute lymphoblastic leukemia: roles in leukemogenesis and therapeutic opportunities. Int J Cancer, 2024; 154(9): 1522–1536 (*Co-Corresponding authors)
18. de Bock, CE. A new mouse model highlights the need for better JAK Inhibitors in myeloproliferative neoplasms. HemaSphere, 2024; 8(4):e66
19. Randall J, Evans K, Watts B, Kosasih HJ, Smith CM, Earley EJ, Erickson SW, Jocoy EL, Bult CJ, Teicher BA, de Bock, CE, Smith MA, and Lock RB. In vivo activity of the second-generation proteasome inhibitor ixazomib against pediatric T-cell acute lymphoblastic leukemia xenografts. Exp Hematol, 2024; 132: 104176
20. Duchatel RJ, Jackson ER, Parackal SG, Kiltschewskij D, Findlay IJ, Mannan A, Staudt DE, Thomas BC, Germon ZP, Laternser S, Kearney PS, Jamaluddin MFB, Douglas AM, Beitaki TS, McEwen HP, Persson ML, Hocke EA, Jain V, Aksu M, Manning EE, Murray HC, Verrills NM, Sun CX, Daniel P, Vilain RE, Skerrett-Byrne DA, Nixon B, Hua S, de Bock CE, Colino-Sanguino Y, Valdes-Mora F, Tsoli M, Ziegler DS, Cairns MJ, Raabe EH, Vitanza NA, Hulleman E, Phoenix TN, Koschmann C, Alvaro F, Dayas CV, Tinkle CL, Wheeler H, Whittle JR, Eisenstat DD, Firestein R, Mueller S, Valvi S, Hansford JR, Ashley DM, Gregory SG, Kilburn LB, Nazarian J, Cain JE, Dun MD. PI3K/mTOR is a therapeutically targetable genetic dependency in diffuse intrinsic pontine glioma. J Clin Invest. 2024; 134(6):e170329
21. Kosasih HJ, Healey G, Brennan MS, Bjelosevic S, Sadras T, Jalud FB, Ibnat T, Ng AP, Mayoh C, Mao J, Tax G, Ludlow LEA, Johnstone RW, Herold MJ, Khaw SL, de Bock CE, Ekert PG. A novel MYB::PAIP1 oncogenic fusion in pediatric blastic plasmacytoid dendritic cell neoplasm (BPDCN) is dependent on BCL2 expression and is sensitive to venetoclax. HemaSphere. 2024; 8(2):e1
22. Omari SA*, Kosasih HJ*, Chung T, de Bock CE. In vitro and in vivo modelling of mutant JAK3/STAT5 signaling in leukemia. Heliyon, 2023; 9(11): e22085 (*Equal contribution)
23. Moles E, Howard CB, Huda P, Karsa M, McCalmont H, Kimpton K, Duly A, Chen Y, Huang Y,  Tursky ML, Ma D, Bustamante S, Pickford R,  Connerty P, Omari S, Jolly CJ, Joshi S, Shen S, Pimanda JE, Dolnikov A, Cheung LC, Kotecha RS, Norris MD, Haber M, de Bock CE, Somers K, Lock RB, Thurecht KJ, Kavallaris M. Delivery of PEGylated liposomal doxorubicin by bispecific antibodies improves treatment in models of high-risk childhood leukemia. Sci Transl Med, 2023; 15(696):eabm1262
24. Germon ZP, Sillar JR, Mannan A, Duchatel RJ, Staudt D, Murray HC, Findlay IJ, Jackson ER, McEwen HP, Douglas AM, McLachlan T, Schjenken JE, Skerrett-Byrne DA, Huang H, Melo-Braga MN, Plank MW, Alvaro F, Chamberlain J, De Iuliis G, Aitken RJ, Nixon B, Wei AH, Enjeti AK, Huang Y, Lock RB, Larsen MR, Lee H, Vaghjiani V, Cain JE, de Bock CE, Verrills NM, Dun MD. Blockade of ROS production inhibits oncogenic signaling in acute myeloid leukemia and amplifies response to precision therapies. Sci Signal, 2023; 16(778):eabp9586
25. Sadras T, Jalud FB, Kosasih HJ, Horne CR, Brown LM, El-Kamand S, de Bock CE, McAloney L, Ng AP, Davidson NM, Ludlow LEA, Oshlack A, Cowley MJ, Khaw SL, Murphy JM, Ekert PG. Unusual PDGFRB fusion reveals novel mechanism of kinase activation in Ph-like B-ALL. Leukemia. 2023; 37(4):905-909
26. Roche CD, Lin H, Huang Y, de Bock CE, Beck D, Xue M, Gentile C. 3D bioprinted alginate-gelatin hydrogel patches containing cardiac spheroids recover heart function in a mouse model of myocardial infarction. Bioprinting, 2023; 30:e00263
27. Mortlock DP, Fang ZM, Chandler KJ, Hou Y, Bickford LR, de Bock CE, Eapen V, Clarke RA. Transcriptional Interference Regulates the Evolutionary Development of Speech. Genes (Basel), 2022; 13(7):1195
28. Pearson H, Hunt KV, Trahair TN, Lock RB, Lee HJ*, de Bock CE*. The promise of single-cell technology in providing new insights into the molecular heterogeneity and management of acute lymphoblastic leukemia. HemaSphere, 2022; 6(6): e734 (*Co-Corresponding authors)
29. Omari SA, Geraghty DP, Khalafallah AA, Venkat P, Shegog YM, Ragg SJ, de Bock CE, Adams MJ. Optimized flow cytometric detection of transient receptor potential vanilloid‑1 (TRPV1) in human hematological malignancies. Med Oncol, 2022; 39: 81
30. Page EC, Heatley SL, Eadie LN, McClure BJ, de Bock CE, Omari S, Yeung DT, Hughes TP, Thomas PQ, White DL. HMGN1 plays a significant role in CRLF2 driven Down Syndrome Leukemia and provides a potential therapeutic target in this high-risk cohort. Oncogene, 2022;41(6): 797-808
31. de Bock CE, Cools J. BETter insight into PRC2-mutated T-ALL. Blood, 2021; 138 (19): 1787-1788
32. Connerty P, Moles E, de Bock CE, Jayatilleke N, Smith JL, Meshinchi S, Mayoh C, Kavallaris M, Lock, RB. Development of siRNA-Loaded Lipid Nanoparticles Targeting Long Non-Coding RNA LINC01257 as a Novel and Safe Therapeutic Approach for t(8;21) Pediatric Acute Myeloid Leukemia. Pharmaceutics, 2021;13(10)1681
33. Van Thillo Q, De Bie J, Seneviratne JA, Demeyer S, Omari S, Balachandran A, Zhai V, Tam WL, Sweron B, Geerdens E, Gielen O, Provost S, Segers H, Boeckx N, Marshall GM, Cheung BB, Isobe K, Kato I, Takita J, Amos TG, Deveson IW, McCalmont H, Lock RB, Oxley EP, Garwood MM, Dickins RA, Uyttebroeck A, Carter DR, Cools J, de Bock CE. Oncogenic cooperation between the TCF7-SPI1 fusion and NRAS(G12D) requires β- catenin activity to drive T-cell acute lymphoblastic leukemia. Nat. Commun, 2021; 12(1):4164
34. Verbeke D, Demeyer S, Prieto C, de Bock CE, De Bie J, Gielen O, Jacobs K, Mentens, N, Verhoeven BM, Uyttebroeck A, Boeckx N, De Keersmaecker K, Maertens J, Segers H, Cools J. The XPO1 inhibitor KPT-8602 synergizes with dexamethasone for the inhibition of acute lymphoblastic leukemia. Clin Cancer Res, 2021; 26(21):5747-5758
35. Murray HC, Enjeti AK, Kahl RGS, Flanagan HM, Sillar J, Skerrett-Byrne DA, Al Mazi JG, Au GG, de Bock CE, Evans K, Smith ND, Anderson A, Nixon B, Lock RB, Larsen MR, Verrills NM, and Dun MD. Quantitative phosphoproteomics uncovers synergy between DNA-PK and FLT3 inhibitors in acute myeloid leukaemia. Leukemia, 2021; 35(6):1782-1787
36. Dun MD*, Mannan A, Rigby CJ, Butler S, Toop HD, Beck D, Connerty P, Sillar J, Kahl RGS, Duchatel RJ, Germon Z, Faulkner S, Chi M, Skerrett-Byrne D, Murray HC, Flanagan H, Almazi JG, Hondermarck H, Nixon B, De Iuliis G, Chamberlain J, Alvaro F, de Bock CE, Morris JC, Enjeti AK, and Verrills NM* Shwachman-Bodian-Diamond syndrome (SBDS) protein is a direct inhibitor of protein phosphatase 2A (PP2A) activity and overexpressed in acute myeloid leukaemia. Leukemia, 2020; 34(12):3393-3397 (*Equal Authorship)
37. Connerty P, Lock RB, de Bock CE. Long Non-coding RNAs: Major regulators of cell stress in cancer. Front Oncol, 2020; 10, Article No. 285
38. Thorne RF, Wang Y, Zhang Y, Jing X, Zhang XD, de Bock CE, Oliveira CS. Evaluating nuclear translocation of surface receptors: recommendations arising from analysis of CD44. Histochem Cell Biol, 2020; 153(2):77-87
39. Laukkanen S, Oksa L, Nikkilä A, Lahnalampi M, Parikka M, Seki M, Takita J, Degerman S, de Bock C, Heinäniemi M, Lohi O. SIX6 is a TAL1-regulated transcription factor in T-ALL and associated with inferior outcome. Leukemia Lymphoma, 2020; 61(13):3089–3100
40. Broux M, Prieto C, Demeyer S, Vanden Bempt M, Alberti-Servera L, Lodewijckx I, Vandepoel R, Mentens N, Gielen O, Jacobs K, Geerdens E, Vicente C, de Bock CE, Cools J.  Suz12 inactivation cooperates with JAK3 mutant signaling in the development of T-cell acute lymphoblastic leukemia. Blood, 2019; 134(16):1323-1336
41. Habets RA*, de Bock CE*, Serneels L, Narlawar R, Demeyer S, Dooley J, Liston A, Taghon T, Cools J, de Strooper B. Safe targeting of T-cell acute lymphoblastic leukemia by pathology specific Notch signaling inhibition. Sci Transl Med, 2019; 11(494):eaau6246 (*co-first) 
42. Ahmed AF, de Bock CE, Sontag E, Hondermarck H, Lincz LF, Thorne RF. FAT1 cadherin controls neuritogenesis during NTera2 cell differentiation. Biochem Bioph Res Co, 2019; 514(3):625-631
43. de Bock CE, Down M, Baidya K, Sweron B, Boyd AW, Fiers M, Burns GF, Molloy TJ, Lock RB, Soulier J, Taghon T, Van Vlierberghe P, Cools J, Holst J, Thorne RF. T-cell acute lymphoblastic leukemia express a unique truncated FAT1 isoform that cooperates with NOTCH1 in leukemia development. Haematologica. 2019; 104(5):e204-e207
44. Vanden Bempt M, Demeyer S, Broux M, Bornschein S, De Bie J, Mentens N, Vandepoel R, Geerdens E, Radaelli E, Bornhauser B, Kulozik AE, Meijerink JP, Bourquin J, de Bock CE*, Cools J* Cooperative enhancer activation by TLX1 and STAT5 drives leukemia development in NUP214-ABL1/TLX1 positive T-cell acute lymphoblastic leukemia. Cancer Cell, 2018; 34(2):271-285
45. de Bock CE, Demeyer S, Degryse S, Verbeke D, Sweron B, Gielen O, Vandepoel R Vicente C, Vanden Bempt M, Dagklis A, Geerdens E, Bornschein S, Heinäniemi M, Teppo S, Bouvy-Liivrand M, Lohi O, Radaelli E, Cools J. HOXA9 cooperates with activated JAK/STAT signaling to drive leukemia development. Cancer Discov, 2018; 8(5):616-631
46. de Bock CE, Cools J. JAK3 mutations and HOXA9 expression are important cooperating events in T-cell acute lymphoblastic leukemia. Mol Cell Oncol, 2018; 5(3):e1458014
47. Baens M, Stirparo R, Lampi, Verbeke D, Vandepoel R, Cools J, Marynen P, de Bock CE, Bornschein S. Malt1 self-cleavage is critical for regulatory T cell homeostasis and anti-tumor immunity in mice. Eur J Immunol, 2018; 48(10):1728-1738
48. Vicente C, Stirparo R, Demeyer S, de Bock CE, Gielen O, Atkins M, Yan J, Halder G, Hassan BA, Cools J. The CCR4-NOT complex is a tumor suppressor in Drosophila melanogaster eye cancer models. J Hematol Oncol, 2018; 11(1):108
49. Verboom K, Van Loocke W, Volders PJ, Decaesteker B, Avila Cobos F, Bornschein S, de Bock CE, Kalender Atak Z, Clappier E, Aerts S, Cools J, Soulier J, Taghon T, Van Vlierberghe P, Vandesompele J, Speleman F, Durinck K. A comprehensive inventory of TLX1 controlled long non-coding RNAs in T-cell acute lymphoblastic leukemia through polyA+ and total RNA sequencing. Haematologica. 2018; 103(12):e585-e589
50. Degryse S, Bornschein S, de Bock CE, Leroy E, Vanden Bempt M, Demeyer S, Jacobs K, Geerdens E, Gielen O, Soulier J, Harrison CJ, Constantinescu SN, Cools J. Mutant JAK3 signaling is increased by loss of wild type JAK3 or by acquiring secondary JAK3 mutations in T-ALL. Blood, 2018; 131(4):421-425 
51. Bornschein S, Demeyer S, Stirparo R, Gielen O, Vicente C, Geerdens E, Ghesquière B, Aerts S, Cools J, de Bock CE. Defining the molecular basis of oncogenic cooperation between TAL1 expression and Pten deletion in T-ALL using a novel pro-T cell model system. Leukemia, 2018; 32(4):941-951
52. Degryse S*, de Bock CE*, Demeyer S, Govaerts I, Bornschein S, Verbeke D, Jacobs K, Binos S, Skerrett-Byrne DA, Murray HC, Verrills NM, Van Vlierberghe P, Cools J, Dun MD. Mutant JAK3 phosphoproteomic profiling predicts synergism between JAK3 inhibitors and MEK/BCL2 inhibitors for the treatment of T-cell acute lymphoblastic leukemia. Leukemia, 2018; 32(3):788-800 (*Equal Authorship)
53. Pajic M, Froio D, Daly S, Doculara L, Millar E, Graham PH, Drury A, Steinmann A, de Bock CE, Boulghourjian A, Zaratzian A, Carroll S, Toohey J, O’Toole1 SA, Harris AL, Buffa FM, Gee HE, Hollway GE, Molloy TJ. miR-139-5p modulates radiotherapy resistance in breast cancer by repressing multiple gene networks of DNA repair and ROS defense. Cancer Res, 2018; 78(2):501-515
54. de Bock CE, Hughes MR, Snyder K, Alley S, Sadeqzadeh E, Dun MD, McNagny KM, Molloy TJ, Hondermarck H, Thorne RF. Protein interaction screening identifies SH3RF1 as a new regulator of FAT1 protein levels. FEBS Lett, 2017; 591(4):667-678
55. Dagklis A, Demeyer S, De Bie J, Radaelli E, Pauwels D, Degryse S, Gielen O, Vicente C, Vandepoel R, Geerdens E, Uyttebroeck A, Boeckx N, de Bock CE, Cools J. Hedgehog pathway activation in T-cell acute lymphoblastic leukemia predicts response to SMO and GLI1 inhibitors. Blood, 2016;128(23):2642-2654
56. de Bock CE, Thorne RF. Cell Biology: A mitochondrial brake on vascular repair, Nature, 2016; 539(7630):503-505 
57. Vanden Bempt M, Demeyer S, Mentens N, Geerdens E, de Bock CE, Wlodarska I, Cools J. Generation of the Fip1l1-Pdgfra fusion gene using CRISPR/Cas genome editing. Leukemia, 2016; 30(9):1913-1916 
58. Durinck K, Van Loocke W, Van der Meulen J, Van de Walle I, Ongenaert M, Rondou P, Wallaert A, de Bock CE, Van Roy N, Poppe B, Cools J, Soulier J, Taghon T, Speleman F, Van Vlierberghe P. Characterization of the genome-wide TLX1 binding profile in T-cell acute lymphoblastic leukemia. Leukemia, 2015; 29(12):2317-2327 
59. de Bock CE, Cools J. T-ALL: Home Is where the CXCL12 Is. Cancer Cell, 2015; 27(6):745-746
60. Ahmed AF, de Bock CE, Lincz LF, Pundavela J, Zouikr I, Sontag E, Hondermarck H, Thorne RF. FAT1 cadherin acts upstream of Hippo signaling through TAZ to regulate neuronal differentiation. Cell Mol Life Sci, 2015; 72(23):4653-4669
61. Peirs S, Matthijssens F, Goossens S, Van de Walle I, Ruggero K, de Bock CE, Degryse S, Canté-Barrett K, Briot D, Clappier E, Lammens T, De Moerloose B, Benoit Y, Poppe B, Meijerink JP, Cools J, Soulier J, Rabbitts TH, Taghon T, Speleman F, Van Vlierberghe P. ABT-199 mediated inhibition of BCL-2 as a novel therapeutic strategy in T-cell acute lymphoblastic leukemia. Blood, 2014; 124(25):3738-3747 
62. Degryse S, de Bock CE, Cox L, Demeyer S, Gielen O, Mentens N, Jacobs K, Geerdens E, Gianfelici V, Hulselmans G, Fiers M, Aerts S, Meijerink JP, Tousseyn T, Cools J. JAK3 mutants transform hematopoietic cells through JAK1 activation, causing T-cell acute lymphoblastic leukemia in a mouse model. Blood, 2014; 124(20):3092-3100
63. Sadeqzadeh E, de Bock CE, O'Donnell MR, Timofeeva A, Burns GF, Thorne RF (2014) FAT1 cadherin is multiply phosphorylated on its ectodomain but phosphorylation is not catalyzed by the four-jointed homologue. FEBS Lett, 2014; 588(18):3511-3517
64. Oliveira CS, de Bock CE, Molloy TJ, Sadeqzadeh E, Geng XY, Hersey P, Zhang XD, Thorne RF. Macrophage migration inhibitory factor engages PI3K/Akt signaling and is a prognostic factor in metastatic melanoma. BMC Cancer, 2014; 14(1):630
65. Wojtalewicz N, Sadeqzadeh E, Weiß JV, Tehrani MM, Klein-Scory S, Hahn S, Schmiegel W, Warnken U, Schnölzer M, de Bock CE, Thorne RF, Schwarte-Waldhoff I. A soluble form of the giant cadherin Fat1 is released from pancreatic cancer cells by ADAM10 mediated ectodomain shedding. PLoS One, 2014; 9(3):e90461 
66. Sadeqzadeh E, de Bock CE, Wojtalewicz N, Holt JE, Smith ND, Dun MD, Schwarte-Waldhoff I, Thorne RF. Furin processing dictates ectodomain shedding of human FAT1 cadherin. Exp Cell Res, 2014; 323(1):41-55 
67. Sadeqzadeh E*, de Bock CE*, Thorne RF*. Sleeping Giants: Emerging Roles for the Fat Cadherins in Health and Disease. Med Res Rev, 2014; 34(1):190-221 *Equal authorship 
68. Ardjmand A, de Bock CE, Shahrokhi S, Lincz LF, Boyd AW, Burns GF, Thorne RF. Fat1 cadherin provides a novel minimal residual disease marker in acute lymphoblastic leukemia, Hematology, 2013; 18(6):315-322
69. Ye Y, Jin L, Wilmott JS, Hu WL, Yosufi B, Thorne RF, Liu T, Rizos H, Yan XG, Dong L, Tay KH, Tseng HY, Guo ST, de Bock CE, Jiang CC, Wang CY, Wu M, Zhang LJ, Hersey P, Scolyer RA, Zhang XD. Phosphatidylinositol 4, 5-Bisphosphate 5-Phosphatase A Regulates PI3K/Akt signalling and Has a Tumour Suppressive Role in Human Melanoma. Nat Commun, 2013; 4:1508
70. de Bock CE, Ardjmand A, Molloy TJ, Bone SM, Johnstone D, Campbell DM, Shipman KL, Yeadon TM, Holst J, Spanevello MD, Nelmes G, Catchpoole DR, Lincz LF, Boyd AW, Burns GF, Thorne RF. The Fat1 cadherin is over expressed and an independent prognostic factor for survival in paired diagnosis-relapse samples of precursor B-cell acute lymphoblastic leukemia. Leukemia, 2012; 26(5):918-926
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Abstracts Selected for Oral Presentation
Oncogenic cooperation between the TCF7-SPI1 fusion and NRAS(G12D) requires β- catenin activity to drive T-cell acute lymphoblastic leukemia. ESH-ALL, May 5-8,  2021
Targeting oncogenic cell signalling in T-cell acute lymphoblastic leukaemia. 9th Barossa meeting: Cell Signalling in Cancer Medicine, Barossa Valley, Australia, November 2019
Safe targeting of T‐cell acute lymphoblastic leukemia by subunit selective gamma‐secretase inhibition. Lorne Cancer Conference, Australia, February 2019
Activated JAK-STAT signaling cooperates with HOXA9 and drives leukemia development. New Directions in Leukemia Research, Brisbane, Australia, March 2017. (Overseas Travel Award recipient). 
Cooperation between JAK3 mutations and HOXA9 leads to rapid leukemia development within an in vivo bone marrow transplant model. International T-ALL workshop, Leuven, Belgium, March 2017
Activated JAK-STAT signaling Cooperates with HOXA9 and Drives Leukemia Development. European Hematology Meeting, 21st Congress 2016, Copenhagen, Denmark	
FAT1 cadherin isoforms implicated in the leukemogenesis of T-cell acute lymphoblastic leukemia ASMR NSW meeting, June 2008 (Post-doctoral prize for best oral presentation)
Fibulin-2 and Mrj: Novel Protein Interactors of uPAR. St George Hospital Symposium, November 2004, Sydney, Australia (Winner: young investigator of the year)
Novel Protein Interactions of uPAR identified by Yeast Two Hybrid Analysis. XVIIth International Congress on Fibronolysis and Proteolysis, March 2004 Melbourne, Australia
Invited Lectures
*finance support provided
November 2024	“The utility of bone marrow transplant to assess leukemogenesis in vivo”, Invited Speaker Presentation, 2024 Mouse models of childhood cancer CCI workshop, Sydney Children’s Hospital, November 6th
September 2024	Invitation as the chairperson and moderator for SS9: Janet Rowley Award Lecture, ISEH 53rd Annual Scientific Meeting, Chicago, IL, USA, August 29 - September 01
May 2024	Invited Speaker, EMBO Workshop: “Intercepting Childhood Blood Cancer: From single cells to malignant clones”, Düsseldorf, Germany, May 3-6
March 2024	Invited Speaker, NDLR 2024 Meeting, Adelaide, March 4-6
July 2023	Invitation to present at Research seminar series, Peter MacCallum Cancer Centre, Victoria, July 20
June 2023	Invited Speaker, YoungEHA session “Early Career Advancement; What is the Role of Scientific Societies and Early Career Representation?” and take part in the “Interactive round table discussion - ISEH Junior PI committee”, EHA2023 Hybrid Congress, June 8-11, 2023, Frankfurt, Germany, and virtually June 14-16
September 2022	Invitation to Co-chair session “Bone Marrow Failure and Erythropoiesis”, ISEH 51st Annual Scientific Meeting, September 1-4, Edinburgh, Scotland, UK
May 2022	Invited Speaker, University of Newcastle, 2022
January 2022	Keynote Speaker: Translational Research Youth Forum (Online), Henan, China
June 2021	Invited Speaker, Molecular Haematopoiesis Workshop, “Session 1: Signalling”, EHA2021 annual meeting, June 9
May 2021	Invited to co-Lead the Mentored Poster Walk, ESH 2nd Transitional Research e-Conference on Acute Lymphoblastic Leukaemia, May 8
December 2020	Invited Speaker UNSW Medicine Career Session. 
October 2020	Invited Speaker, Children’s cancer research unit (CCRU) seminar online series, Kids research, The Sydney Children’s Hospitals Network, Westmead, NSW, October 7
May 2020	Invited Speaker, Blood Club online seminar series “Oncogenic cooperation between the novel TCF7-SPI1 fusion and NRAS(G12D) requires β-catenin activity to drive T-cell acute lymphoblastic leukemia”
April 2020	Invited Speaker, Children’s cancer research unit (CCRU) seminar series, Kids research, The Sydney Children’s Hospitals Network, Westmead, NSW, April 1
Sept - October 2020	Invited Speaker, Symposium on Gene Therapy at the ComBio2020, Melbourne Convention and Exhibition Centre, Melbourne, September 29 – October 2
November 2019	Invited Speaker, “Bloody Seminar Series”, Hunter Medical Research Institute, University of Newcastle, November 26
	Invited Speaker, 9th Barossa Meeting 2019 - Cell Signalling in Cancer Medicine, Barossa Valley, Adelaide, Australia, November 12 – 15*
September 2016	Invited Plenary Speaker, “T-ALL genetics and JAK3 mutations NOPHO LL meeting”, Copenhagen, Denmark*

Awards and Training
2021	Haematology Society Australia and New Zealand (HSANZ)/ Snowdome Mid-career award.
2017	True Colours/VIB 4-day leadership program 
2017	Technology transfer and the exploitation of research, KU Leuven. Team awarded 1st place for exploitation plan.
2014 	Better Leader, Richer Life, Coursera
2013 	Laboratory Animal Handling Course and Felasa B certification, KU Leuven
2008	New South Wales (NSW) Office of Science and Medical Research Award for Best Postdoctoral Oral Presentation; ASMR NSW Meeting.
2004	St George Hospital Clinical School “Young Investigator of the Year” 
2001	Bright Future Scholarship for top 1% PhD achievers from Foundation of Research Science and Technology, New Zealand 
2000	Orthopaedic Research Award for PhD study
1998	Fowlds Memorial Prize for most distinguished student in the Medicine and Health Science Faculty, University of Auckland, New Zealand
1997	Senior Prize in Pharmacology, University of Auckland, New Zealand
Teaching and RHD supervision
2024	Primary supervisor for Zahra Sheybani, PhD student in the School of Clinical Medicine, University of New South Wales
	Primary supervisor for Kristy Yeats, Honours student in the School of Women’s and Children’s Health, University of New South Wales
2022-present	Primary supervisor for Yashna Walia, PhD student in the School of Women’s and Children’s Health, University of New South Wales	
2022	Primary Supervisor for Srawan Napit, Honours student in the School of Women’s and Children’s Health, University of New South Wales	
2021	Primary Supervisor for Tommy Seo, Honours student in the School of Women’s and Children’s Health, University of New South Wales	
2013-2018	Postgraduate RHD supervision, KU Leuven. Supervision of PhD students in the laboratory of Prof. Jan Cools. This included Dr Sandrine Degryse (now at Harvard Medical School), Dr Simon Bornschein (now at Celyad), Dr Marlies Vanden Bempt and Dr Michael Broux.  Currently PhD co-supervisor for Quentin Van Thillo.
2015-2018	Teaching within KU Leuven Masters Course, Leuven Belgium: “Hot Topics in Oncology” 2015, 2016, 2017 and 2018. In 2018, I also gave two lectures in the Oncobiology G0W23A (Biology/Biochemistry students, 3rd bachelor-1st master) course, KU Leuven.
2010-2012	Postgraduate RHD supervision, University of Newcastle. I was primary supervisor for two BSc Honours students, both attaining 1st Class Honours. Tim Kelso went on to carry out PhD research in Germany and post-doctoral research at the Salk Institute for biological studies, La Jolla. I also co-supervised two PhD including training and teaching the students molecular biology techniques, critical evaluation of results and experimental planning.
1998 – 1999	Laboratory Tutor for [565305] Introduction to Toxicology, University of Auckland, New Zealand under Associate Prof. Malcolm Tingle. I was responsible for implementation and running of laboratories twice a week, each of 3 hours in duration. I was also responsible for marking of weekly assignments and supervising two laboratory demonstrators.
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